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Major Scientific Interests of the Group

Our group studies the regulation of eukaryotic gene expression, focusing on how transcription
regulates cell differentiation. In particular, we are studying the roles of transcription factors and
epigenetic changes in regulating iPS cell induction and adipocyte differentiation.

Projects for Regular Students in Doctoral or Master’s Programs

1) Mechanistic analyses of the roles for Oct4, Sox2, KIf4 and c-myc during iPS cell induction.
2) Analyses of epigenetic mechanisms of iPS cell induction.

3) Functional analyses of transcription factors involved in adipocyte commitment.

4) In vivo imaging and mechanistic analyses of beige adipocyte differentiation in mouse

Study Programs for Short Stay Students (one week ~ one trimester)

1) Analysis of transcriptional regulation during adipocyte differentiation.
2) Induction of iPS cells using a Sendai virus-based vector.
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