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Major Scientific Interests of the Group

Bioinformatics is the research field of thinking on and solve biomedical problems thorough computers
and massive data. Our lab develops bioinformatic methods to solve the biomedical problems and to
interpret complicated massive data with the help of computers and Al. In addition, we apply
informatics and statistics to biological and disease research.

Projects for Regular Students in Doctoral or Master’s Programs
1) Machine learning-based prediction functions of genome sequences

2) Single-cell informatics (informatics for single-cell omics data)

3) Integrative analyses of massive biomedical datasets

Study Programs for Short Stay Students (one week - one trimester)

1) Basic python programming for unsupervised learning
2) Basic python programming for supervised learning
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