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Major Scientific Interests of the Group

1) Post-transcriptional regulation of gene expression by RNA-binding proteins.

2) Signaling pathway for the regulation of the endoplasmic reticulum stress response.
3) Developmental regulation for membrane traffic in meiosis.

Projects for Regular Students in Doctoral or Master’s Programs

1) Deciphering the roles of Ccr4-Not complex and RNA-binding protein Puf5 in cell cycle progression and
stress response.

2) Identification of novel regulatory mechanism driven by RNA binding protein during ER stress response.

3) Spatiotemporal regulation of localized translation during gametogenesis in budding yeast Saccharomyces
cerevisiae.

4) Regulation of CLB expression by the cytoplasmic deadenylase Ccr4 through their coding and 3" UTR regions.

Study Programs for Short Stay Students (one week — one semester)
Yeast genetics and molecular biology, Gene knockout, Regulation of gene expression, GFP imaging, Yeast two-
hybrid
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